GENEWIZ MULTIOMICS & SYNTHESIS SOLUTIONS | NEXT GENERATION SEQUENCING
Sample Processing Workflow
for Single-Cell RNA-Seq
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Important Note: After thawing single-cell samples for QC, all decisions must be made immediately and cannot be reversed. GENEWIZ welcomes the opportunity to
discuss and align on this workflow prior to processing; please contact us at ngs@azenta.com for any questions.

@/f GENEWIZ’ genewiz.com

© 2025 Azenta US, Inc. All rights reserved. All trademarks are property of
From Azenta Life Sciences Azenta US, Inc. unless otherwise specified. 13042-SD 0925


http://www.genewiz.com
mailto:ngs%40azenta.com?subject=

